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Computational Biology

informatics

Bioinformatics and computational techniques are a vital part of all biological research. All
biologists need to have a basic understanding of common computational methods and be
competent in performing basic bioinformatic analyses. The goal of this course is to
provide an introduction to the most commonly used and most useful tools in a manner
that is accessible to the biologist. We will focus on how to use and interpret results from
publicly available bioinformatics software.

The course is intended for both senior undergraduate and graduate students.

Each class period will be a 3 hour lecture/lab/discussion session in a computer lab. Each
class period will involve a presentation of fundamental principles followed by a hands-on
computer exercise. Grading will be based on a cumulative lab practical style final exam.

If you wish to register please email Michael Terribilini (terrible@iastate.edu).
Add slips will be available the first day of class.

All attendees welcome (students, postdocs, etc) but please send email to be
included in class email list.

June 23™ - July 3@ - MTWTh 1-4 pm
1340 Molecular Biology

http://dobbslab.gdcb.iastate.edu/BCB590/

Michael Terribilini, Peter Zaback, and Drena Dobbs




BCB 590

Schedule - Summer 2008

Date

Topics

Slides/Handouts

Lab Exercise
NCBI & Biological

Instructor

Mon Overview of Bioinformatics & Lecl.ppt Databases: Zaback &
6/23 Computational Systems Biology | LeclHandout.pdf Genomes, OMIM Terribilini
Tues Making Sense of DNA & Protein Lec2.ppt DNA & Protein Terribilini
6/24 Sequences Lec2Handout.pdf Sequences
Wed : . Lec3.ppt o
6/25 Database Searching with BLAST Lec3Handout.pdf BLAST Terribilini
Thurs . Lec4.ppt MFold, RNAFold, e
6/26 RNA Structure Prediction Lec4Handout.pdf RNAalifold Terribilini
Mon . . Lec5.ppt Function Prediction
6/30 Protein Structure and Function Lec5Handout.pdf and Annotation Zaback
Tues Lec6.opt BioInfoBank
Protein Structure Prediction -PP metaserver and Zaback
7/1 Lec6Handout.pdf o
servers it utilizes
Structure
Wed . . N Lec6.ppt exploration and
7/2 Protein Structure Visualization Lec6Handout.pdf image creation in Zaback
PyMOL
Thurs Final Exam, Lab Practical, Terribilini &
7/3 Individual Projects Zaback




